Pathway

Biosynthesis of amino acids- [ NEGEGE77(1.18)
Cysteine and methionine metabolism- [N 44(1.04)
Glycolysis / Gluconeogenesis- [N 47(1.04)
Endocytosis-| [ 49(0.65)
Ribosome biogenesis in eukaryotes- [ 31(0.65)
Carbon metabolism- [ 77(0.65)
Biosynthesis of cofactors- [ 72(0.65)
Galactose metabolism- [l 22(0.65)
Pyruvate metabolism-{ [ 31(0.65)
Tyrosine metabolism- [Jll] 17(0.64)
Sphingolipid metabolism- [l 14(0.5)

Alanine, aspartate and |
glutamate metabolism - 20(05)

Monobactam biosynthesis-| ll 6(0.5)
Phenylalanine, tyrosine and | - 18(0.4)

tryptophan biosynthesis
Pentose phosphate pathway- [JJll 18(0.37)

Motor proteins- [l 27(0.37)
Glutathione metabolism-| [N 34(0.37) 0gso(Qualue)
Autophagy - other- [Jll 13(0.34) 07
Terpenoid backbone biosynthesis- - 18(0.34) 82
Biosynthesis of nucleotide sugars- [l 26(0.34) 0.4
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